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1l3r_PKACa  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~GNAAAAKKGXEQESVKEFLAKAKEDFLKKWETP~~~~~~~~~~~~~~~ 
1jlu_AMPK   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~GNAAAAKKGSEQESVKEFLAKAKEDFLKKWETP~~~~~~~~~~~~~~~ 
13592027.m  ~~~MSSGTMKFNGYLRVRIGEAVGLQPTRWSLRHSLFKKGHQLLDPYLTVSVDQVRVGQTSTKQKTNKPTYNEEFCTNVSDGGHLELAVFHETPLGYDHFVANCTLQFQELLRTAGTSDTFEGWVDLEPEGKVFVVITLTGSFTEATLQRDRIFKHFTRKRQRAMRRRVHQVNGHKFMATYLRQP~~TYCSHCREFIWGV 
31543511.m  ~~~MSSGTMKFNGYLRVRIGEAVGLQPTRWSLRHSLFKKGHQLLDPYLTVSVDQVRVGQTSTKQKTNKPTYNEEFCANVTDGGHLELAVFHETPLGYDHFVANCTLQFQELLRTAGTSDTFEGWVDLEPEGKVFVVITLTGSFTEATLQRDRIFKHFTRKRQRAMRRRVHQVNGHKFMATYLRQP~~TYCSHCREFIWGV 
PKCh.h      ~~~MSSGTMKFNGYLRVRIGEAVGLQPTRWSLRHSLFKKGHQLLDPYLTVSVDQVRVGQTSTKQKTNKPTYNEEFCANVTDGGHLELAVFHETPLGYDHFVANCTLQFQELLRTTGASDTFEGWVDLEPEGKVFVVITLTGSFTEATLQRDRIFKHFTRKRQRAMRRRVHQINGHKFMATYLRQP~~TYCSHCREFIWGV 
34856774.m  ~~~~~MPTQRDSSTMSHTVACGGGGDHSHQVRVKAYYRGDIMITHFEPSISFEGLCSEVRDMCSFDNEQPFTMKWID~~EEG~~~~~~~~~~~~~~~DPCTVSSQLELEEAFRLYELNKDSE~~~~~~~~~~~LLIHVFPCVPERPGMPCPGEDKSIYRRGARRWR~KLYCANGHTFQAKRFNRR~~AHCAICTDRIWG~ 
6679349.m   ~~~~~~~~~~~~~~MSHTVACGGGGDHSHQVRVKAYYRGDIMITHFEPSISFEGLCSEVRDMCSFDNEQPFTMKWID~~EEG~~~~~~~~~~~~~~~DPCTVSSQLELEEAFRLYELNKDSE~~~~~~~~~~~LLIHVFPCVPERPGMPCPGEDKSIYRRGARRWR~KLYCANGHTFQAKRFNRR~~AHCAICTDRIWG~ 
PKCi.h      ~~~~~~~~~~~~~~MSHTVAGGGSGDHSHQVRVKAYYRGDIMITHFEPSISFEGLCNEVRDMCSFDNEQLFTMKWID~~EEG~~~~~~~~~~~~~~~DPCTVSSQLELEEAFRLYELNKDSE~~~~~~~~~~~LLIHVFPCVPERPGMPCPGEDKSIYRRGARRWR~KLYCANGHTFQAKRFNRR~~AHCAICTDRIWG~ 
18859259.d  ~~~~~~~~~~~~~~MSHP~~~~~~GENPHQVRVKAYYRGDIMITHFEPSISYEGLCNEVRDMCSMDNDQLFTMKWID~~EEG~~~~~~~~~~~~~~~DPCTVSSQLELEEALRLYELNKDSE~~~~~~~~~~~LIIHVFPCVPEKPGMPCPGEDKSIYRRGARRWR~KLYYATGHAFQAKRFNRR~~AHCAICTDRIWG~ 
38086255.m  ~~~~~~~~~~~~~~~MPSRTDPKMDRSGGRVRLKAHYGGDILITSVDAMTTFKDLCEEVRDMCGLHQQHPLTLKWVD~~SEG~~~~~~~~~~~~~~~DPCTVSSQMELEEAFRLVCQGRDEV~~~~~~~~~~~LFIHVFPSIPEQPGMPCPAEDKSIYRHGARRWR~KPYRANGHLFQAKRFNRG~~AYCGQCSGRIWG~ 
6679355.m   ~~~~~~~~~~~~~~~MPSRTDPKMDRSGGRVRLKAHYGGDILITSVDAMTTFKDLCEEVRDMCGLHQQHPLTLKWVD~~SEG~~~~~~~~~~~~~~~DPCTVSSQMELEEAFRLVCQGRDEV~~~~~~~~~~~LIIHVFPSIPEQPGMPCPGEDKSIYRRGARRWR~KLYRANGHLFQAKRFNRG~~AYCGQCSERIWG~ 
11968080.m  ~~~~~~~~~~~~~~~MPSRTDPKMDRSGGRVRLKAHYGGDILITSVDPTTTFQDLCEEVRDMCGLHQQHPLTLKWVD~~SEG~~~~~~~~~~~~~~~DPCTVSSQMELEEAFRLACQGRDEV~~~~~~~~~~~LIIHVFPSIPEQPGMPCPGEDKSIYRRGARRWR~KLYRANGHLFQAKRFNRR~~AYCGQCSERIWG~ 
PKCz.h      ~~~~~~~~~~~~~~~MPSRTGPKMEGSGGRVRLKAHYGGDIFITSVDAATTFEELCEEVRDMCRLHQQHPLTLKWVD~~SEG~~~~~~~~~~~~~~~DPCTVSSQMELEEAFRLARQCRDEG~~~~~~~~~~~LIIHVFPSTPEQPGLPCPGEDKSIYRRGARRWR~KLYRANGHLFQAKRFNRR~~AYCGQCSERIWG~ 
31240263.i  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~SIYRRGARRWR~KLYRINGHIFQAKRFNRK~~AFCAFCHDRIWG~ 
31240261.i  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~SIYRRGARRWR~KLYRINGHIFQAKRFNRVSSTFCAFCHDRIWG~ 
24653760.f  MQKMPSQILNDGSSVSLNSASMNMANTPNSITVKTAYNGQIIITTINKNISYEELCYEIRNICRFPLDQPFTIKWVD~~EEN~~~~~~~~~~~~~~~DPCTISTKMELDEAIRLYEMNFDSQ~~~~~~~~~~~LVIHVFPNVPQAPGLSCDGEDRSIYRRGARRWR~KLYRVNGHIFQAKRFNRR~~AFCAYCQDRIWG~ 
17533011.w  ~~~~~~~~~~~~~~~~~~MSSPTSLEEDGDIKLKTRFQGQVVVLYARPPLILDDFFALLKDACKQHKKQDITVKWID~~EDG~~~~~~~~~~~~~~~DPISIDSQMELDEAVRCLNSSQEAE~~~~~~~~~~~LNIHVFVGKPELPGLPCQGEDKTVYRRGARRWK~KIYLYNGHRFQAKRLNRR~~IQCFICHDYIWG~ 
1muo_AUR1   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ENNPEEELASKQKNE~~~~~~~~~~~~~~~ 
1omw_GPRK2  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~MADLEAVLADVSYLMAMEKSKATPAARASKKILLPEPSIRSVMQKYLE~~~~~~~~~~~~~~~~~~~~DRGEVTFEKIFSQKLGYLLFR~~~~~~~~~~~~~~~~DFCLKHLEEAKPLVEFYEEIKKYEKLETEEERLVCSREIFDTYIMKELLACSHPFSKSAIEHVQGH 
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1l3r_PKACa  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~SQNTAQLDQFDRIKTLGTGSFGRVMLVKHKESGNHYAMKILDKQKVVK 
1jlu_AMPK   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~SQNTAQLDQFDRIKTLGTGSFGRVMLVKHKESGNHYAMKILDKQKVVK 
13592027.m  FGKQGYQCQVCTCVVHKRCHHLIVTACTCQNN~~INKVDAKIAEQRFGINIPHKFNVHNYKVPTFCDHCGSLLWGIMRQGLQCKICKMNVHIRCQANVAPNCGVNAVELAKTLAGMGLQPGNISPTSKLISRSTLRRQGKEGSKEGNGIGVNSSSRFGIDNFEFIRVLGKGSFGKVMLARIKETGELYAVKVLKKDVILQ 
31543511.m  FGKQGYQCQVCTCVVHKRCHHLIVTACTCQNN~~INKVDAKIAEQRFGINIPHKFNVHNYKVPTFCDHCGSLLWGIMRQGLQCKICKMNVHIRCQANVAPNCGVNAVELAKTLAGMGLQPGNISPTSKLISRSTLRRQGKEGSKEGNGIGVNSSSRFGIDNFEFIRVLGKGSFGKVMLARIKETGELYAVKVLKKDVILQ 
PKCh.h      FGKQGYQCQVCTCVVHKRCHHLIVTACTCQNN~~INKVDSKIAEQRFGINIPHKFSIHNYKVPTFCDHCGSLLWGIMRQGLQCKICKMNVHIRCQANVAPNCGVNAVELAKTLAGMGLQPGNISPTSKLVSRSTLRRQGKESSKEGNGIGVNSSNRLGIDNFEFIRVLGKGSFGKVMLARVKETGDLYAVKVLKKDVILQ 
34856774.m  LGRQGYKCINCKLLVHKKCHKLVTIECGRHS~~~~~LPPEPMMPMDQSSMHPDHTQ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TVIPYNPSSHES~~~LDQVGEEKEAMNTRE~~~~~~SGKASSSLGLQDFDLLRVIGRGSYAKVLLVRLKKTDRIYAMKVVKKELVND 
6679349.m   LGRQGYKCINCKLLVHKKCHKLVTIECGRHS~~~~~LPPEPMMPMDQT~MHPDHTQ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TVIPYNPSSHES~~~LDQVGEEKEAMNTRE~~~~~~SGKASSSLGLQDFDLLRVIGRGSYAKVLLVRLKKTDRIYAMKVVKKELVND 
PKCi.h      LGRQGYKCINCKLLVHKKCHKLVTIECGRHS~~~~~LPQEPVMPMDQSSMHSDHAQ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~TVIPYNPSSHES~~~LDQVGEEKEAMNTRE~~~~~~SGKASSSLGLQDFDLLRVIGRGSYAKVLLVRLKKTDRIYAMKVVKKELVND 
18859259.d  LGRQGYKCINCKLLVHKKCHKLVTVECGRQV~~~~~IQDPMIGRIDPGSTHPEHPD~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~QVLGKK~NSTES~~~INHEGEEHEAVGSRE~~~~~~SGKAVSSLGLIDFDLLRVIGRGSYAKVLLVRLKKTERIYAMKVVKKELVND 
38086255.m  LSRQGYRCINCKLLVHKRCHVLVPLTCRRHMDSVTPSQEPPVDDKNDGVDLPSEET~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~DGIAYISSSRKHDNIKDDSEDLKPVIDGVD~~~~~~GIKISQGLGLQDFDLIRVIGRGRYAKVLLVRLKKNDQIYAMKVVKKELVHD 
6679355.m   LSRQGYRCINCKLLVHKRCHVLVPLTCRRHMDSVMPSQEPPVDGKNDGVDLPSEET~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~DGIAYISSSRKHDNIKDDSEDLKPVIDGVD~~~~~~GIKISQGLGLQDFDLIRVIGRGSYAKVLLVRLKKNDQIYAMKVVKKELVHD 
11968080.m  LARQGYRCINCKLLVHKRCHVLVPLTCRRHMDSVMPSQEPPVDDKNDGVDLPSEET~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~DGIAYISSSRKHDNIKDDSEDLKPVIDGVD~~~~~~GIKISQGLGLQDFDLIRVIGRGSYAKVLLVRLKKNDQIYAMKVVKKELVHD 
PKCz.h      LARQGYRCINCKLLVHKRCHGLVPLTCRKHMDSVMPSQEPPVDDKNEDADLPSEET~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~DGIAYISSSRKHDSIKDDSEDLKPVIDGMD~~~~~~GIKISQGLGLQDFDLIRVIGRGSYAKVLLVRLKKNDQIYAMKVVKKELVHD 
31240263.i  LGRQGFKCIQCKLLVHKKCHKLGNKPCSNEH~~~~~~VEPVFKERDVSMTCF~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~APLDYPSELHSGDGCD~~~QVPVEVNDNVEET~~~LEPVTQRQYSLNDFELIRVIGRGSYAKVLMVELKKTRRIYAMKVIKKALVTD 
31240261.i  LGRQGFKCIQCKLLVHKKCHKLGNKPCSNEH~~~~~~VEPVFKERDVSMTCFHHDPND~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ESSTGDVIQAPLDYPSELHSGDGCD~~~QVPVEVNDNVEET~~~LEPVTQRQYSLNDFELIRVIGRGSYAKVLMVELKKTRRIYAMKVIKKALVTD 
24653760.f  LGRQGFKCIQCKLLVHKKCHKLVQKHCT~DQ~~~~~~PEPLVKERAEESSDPIPVP~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~LPPLPYEAMSGGAEACETHDHAHIVAPPPPEDP~~~LEPGTQRQYSLNDFELIRVIGRGSYAKVLMVELRRTRRIYAMKVIKKALVTD 
17533011.w  IGRQGFRCVDCRLCVHKKCHRHVRTHCGQALQGPNIIPMAPASGSLKGARSNTSSSTT~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~R~~~~~~~~SGGGIDNGAFHEHEIESPGSTSHDASRAMNG~~~~~NGSSKWAVSLNDFRLLTVIGRGSYAKVVQAEHVSTRQIYAIKIIKKEMFNE 
1muo_AUR1   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ESKKRQWALEDFEIGRPLGKGKFGNVYLAREKQSKFILALKVLFKAQLEK 
1omw_GPRK2  LVKKQVPPDLFQPYIEEICQNLRGDVFQKFIE~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~SDKFTRFCQWKN~~~~~~~VELNIHLTMNDFSVHRIIGRGGFGEVYGCRKADTGKMYAMKCLDKKRIKM 
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1l3r_PKACa  LKQIEHTLNEKRILQAVN~~~FPFLVKLEFSFKDNSNLYMVMEYVAGGEMFSHLRRIGRFXEPHARFYAAQIVLTFEYLHSLDLIYRDLKPENLLIDQQGYIQVTDFGFAKR~~~VKGRTWXLCGTPEYLAPEIIL~SKGYNKAVDWWALGVLIYEMAAGYPPFFAD~~~~~~~~~QPIQIYEKIVSGKVRFPSHFSSDL 
1jlu_AMPK   LKQIEHTLNEKRILQAVN~~~FPFLVKLEFSFKDNSNLYMVMEYVAGGEMFSHLRRIGRFSEPHARFYAAQIVLTFEYLHSLDLIYRDLKPENLLIDQQGYIQVTDFGFAKR~~~VKGRTWXLCGTPEYLAPEIIL~SKGYNKAVDWWALGVLIYEMAAGYPPFFAD~~~~~~~~~QPIQIYEKIVSGKVRFPSHFSSDL 
13592027.m  DDDVECTMTEKRILSLARN~~HPFLTQLFCCFQTPDRLFFVMEFVNGGDLMFHIQKSRRFDEARARFYAAEIISALMFLHEKGIIYRDLKLDNVLLDHEGHCKLADFGMCKEGICNGVTTATFCGTPDYIAPEILQ~EMLYGPAVDWWAMGVLLYEMLCGHAPFEAE~~~~~~~~~NEDDLFEAILNDEVVYPTWLHEDA 
31543511.m  DDDVECTMTEKRILSLARN~~HPFLTQLFCCFQTPDRLFFVMEFVNGGDLMFHIQKSRRFDEARARFYAAEIISALMFLHEKGIIYRDLKLDNVLLDHEGHCKLADFGMCKEGICNGVTTATFCGTPDYIAPEILQ~EMLYGPAVDWWAMGVLLYEMLCGHAPFEAE~~~~~~~~~NEDDLFEAILNDEVVYPTWLHEDA 
PKCh.h      DDDVECTMTEKRILSLARN~~HPFLTQLFCCFQTPDRLFFVMEFVNGGDLMFHIQKSRRFDEARARFYAAEIISALMFLHDKGIIYRDLKLDNVLLDHEGHCKLADFGMCKEGICNGVTTATFCGTPDYIAPEILQ~EMLYGPAVDWWAMGVLLYEMLCGHAPFEAE~~~~~~~~~NEDDLFEAILNDEVVYPTWLHEDA 
34856774.m  DEDIDWVQTEKHVFEQASN~~HPFLVGLHSCFQTESRLFFVIEYVNGGDLMFHMQRQRKLPEEHARFYSAEISLALNYLHERGIIYRDLKLDNVLLDSEGHIKLTDYGMCKEGLRPGDTTSTFCGTPNYIAPEILR~GEDYGFSVDWWALGVLMFEMMAGRSPFDIVGSSDNPDQNTEDYLFQVILEKQIRIPRSLSVKA 
6679349.m   DEDIDWVQTEKHVFEQASN~~HPFLVGLHSCFQTESRLFFVIEYVNGGDLMFHMQRQRKLPEEHARFYSAEISLALNYLHERGIIYRDLKLDNVLLDSEGHIKLTDYGMCKEGLRPGDTTSTFCGTPNYIAPEILR~GEDYGFSVDWWALGVLMFEMMAGRSPFDIVGSSDNPDQNTEDYLFQVILEKQIRIPRSLSVKA 
PKCi.h      DEDIDWVQTEKHVFEQASN~~HPFLVGLHSCFQTESRLFFVIEYVNGGDLMFHMQRQRKLPEEHARFYSAEISLALNYLHERGIIYRDLKLDNVLLDSEGHIKLTDYGMCKEGLRPGDTTSTFCGTPNYIAPEILR~GEDYGFSVDWWALGVLMFEMMAGRSPFDIVGSSDNPDQNTEDYLFQVILEKQIRIPRSLSVKA 
18859259.d  DEDIDWVQTEKHVFEQASN~~HPFLVGLHSCFQTESRLFFVIEYVNGGDLMFHMQRQRKLPEEHARFYSAEISLALNYLHERGIIYRDLKLDNVLLDSEGHIKLTDYGMCKEGLRPGDTTSTFCGTPNYIAPEILR~GEDYGFSVDWWALGVLMFEMMAGRSPFDIVGSSDNPDQNTEDYLFQVILEKQIRIPRSLSVKA 
38086255.m  DEDIDWVQTEKHVFEQASS~~NPFLVGLHSCFQTTSRLFLVIEYVNGGDLMFHMQRQRKLPEEHARFYAAEICIALNFLHERGIIYGDLKLDNVLLDADGHIKLTDYGMCKEGLGPGDTTSTFCGTPNYIAPEILR~GEEYGFSVDWWALGVLMFEMMAGRSPFDII~~TDNPDMNTEDYLFQVILEKPIRIPRFLSVKA 
6679355.m   DEDIDWVQTEKHVFEQASS~~NPFLVGLHSCFQTTSRLFLVIEYVNGGDLMFHMQRQRKLPEEHARFYAAEICIALNFLHERGIIYRDLKLDNVLLDADGHIKLTDYGMCKEGLGPGDTTSTFCGTPNYIAPEILR~GEEYGFSVDWWALGVLMFEMMAGRSPFDII~~TDNPDMNTEDYLFQVILEKPIRIPRFLSVKA 
11968080.m  DEDIDWVQTEKHVFEQASS~~NPFLVGLHSCFQTTSRLFLVIEYVNGGDLMFHMQRQRKLPEEHARFYAAEICIALNFLHERGIIYRDLKLDNVLLDADGHIKLTDYGMCKEGLGPGDTTSTFCGTPNYIAPEILR~GEEYGFSVDWWALGVLMFEMMAGRSPFDII~~TDNPDMNTEDYLFQVILEKPIRIPRFLSVKA 
PKCz.h      DEDIDWVQTEKHVFEQASS~~NPFLVGLHSCFQTTSRLFLVIEYVNGGDLMFHMQRQRKLPEEHARFYAAEICIALNFLHERGIIYRDLKLDNVLLDADGHIKLTDYGMCKEGLGPGDTTSTFCGTPNYIAPEILR~GEEYGFSVDWWALGVLMFEMMAGRSPFDII~~TDNPDMNTEDYLFQVILEKPIRIPRFLSVKA 
31240263.i  DEDIDWVQTEKHVFETASN~~HPFLVGLHSCFQTPSRLFFVIEFVRGGDLMFHMQRQRRLPEEHARFYAAEISLALNFLHEKGIIYRDLKLDNVLLDHEGHIKLTDYGMCKEGIRPGDTTSTFCGTPNYIAPEILR~GEDYGFSVDWWALGVLLYEMLAGRSPFDIAGASENPDQNTEDYLFQVILEKTIRIPRSLSVKA 
31240261.i  DEDIDWVQTEKHVFETASN~~HPFLVGLHSCFQTPSRLFFVIEFVRGGDLMFHMQRQRRLPEEHARFYAAEISLALNFLHEKGIIYRDLKLDNVLLDHEGHIKLTDYGMCKEGIRPGDTTSTFCGTPNYIAPEILR~GEDYGFSVDWWALGVLLYEMLAGRSPFDIAGASENPDQNTEDYLFQVILEKTIRIPRSLSVKA 
24653760.f  DEDIDWVQTEKHVFETASN~~HPFLVGLHSCFQTPSRLFFVIEFVRGGDLMYHMQRQRRLPEEHARFYAAEISLALNFLHEKGIIYRDLKLDNVLLDHEGHIKLTDYGMCKEGIRPGDTTSTFCGTPNYIAPEILR~GEDYGFSVDWWALGVLLYEMLAGRSPFDLAGASENPDQNTEDYLFQVILEKTIRIPRSLSVRA 
17533011.w  DEDIDWVQTEKSVFEAASN~~YPFLVGLHSCFQTESRLFFVIEFVPGGDLMFHMQQQRKLPEEHARFYSGEIILALHFLHSRGIIYRDLKLDNVLIDAEGHIKLTDYGMCKENIKDGDLTSTFCGTPNYIAPEILR~GDEYGFSVDWWALGVLMFEMMAGRSPFDIVG~MQNSEENTEDYLFQIILERQIRIPRSLSVRA 
1muo_AUR1   AG~VEHQLRREVEIQSHLR~~HPNILRLYGYFHDATRVYLILEYAPLGTVYRELQKLSKFDEQRTATYITELANALSYCHSKRVIHRDIKPENLLLGSAGELKIADFGWSVH~~APSSRRTTLCGTLDYLPPEMIE~GRMHDEKVDLWSLGVLCYEFLVGKPPFEAN~~~~~~~~~TYQETYKRISRVEFTFPDFVTEGA 
1omw_GPRK2  KQGETLALNERIMLSLVSTGDCPFIVCMSYAFHTPDKLSFILDLMNGGDLHYHLSQHGVFSEADMRFYAAEIILGLEHMHNRFVVYRDLKPANILLDEHGHVRISDLGLACDFSKKKPHAS~~VGTHGYMAPEVLQKGVAYDSSADWFSLGCMLFKLLRGHSPFRQHK~~~~~~TKDKHEIDRMTLTMAVELPDSFSPEL 
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1l3r_PKACa  KDLLRNLLQVDLTKRFGNLKNG~~~VNDIKNHKWFA~TTDWIAIYQRKVEAPFIP~~~~~KFKGPGDTSNFDDYEEEEIRVX~~~~~~~~~~~~~~~~~~INEKCGKEFTEF~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
1jlu_AMPK   KDLLRNLLQVDLTKRFGNLKNG~~~VNDIKNHKWFA~TTDWIAIYQRKVEAPFIP~~~~~KFKGPGDTSNFDDYEEEEIRVX~~~~~~~~~~~~~~~~~~INEKCGKEFTEF~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
13592027.m  TGILKSFMTKNPTMRLGSLTQG~~GEHEILRHPFFK~EIDWVQLNHRQLEPPFRP~~~~~RIKSREDVSNFDPDFIKEEPVLTPID~~~~~~~~~~~EGHLPMINQDEFRNFSYVSPELQP~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
31543511.m  TGILKSFMTKNPTMRLGSLTQG~~GEHEILRHPFFK~EIDWAQLNHRQLEPPFRP~~~~~RIKSREDVSNFDPDFIKEEPVLTPID~~~~~~~~~~~EGHLPMINQDEFRNFSYVSPELQL~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
PKCh.h      TGILKSFMTKNPTMRLGSLTQG~~GEHAILRHPFFK~EIDWAQLNHRQIEPPFRP~~~~~RIKSREDVSNFDPDFIKEEPVLTPID~~~~~~~~~~~EGHLPMINQDEFRNFSYVSPELQP~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
34856774.m  ASVLKSFLNKDPKERLGCHPQT~~GFADIQGHPFFR~NVDWDMMEQKQVVPPFKP~~~~~NISGEFGLDNFDSQFTNEPVQLTPDD~~~~~~~~~~~DDIVRKIDQSEFEGFEYINPLLMSAEECV~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
6679349.m   ASVLKSFLNKDPKERLGCHPQT~~GFADIQGHPFFR~NVDWDMMEQKQVVPPFKP~~~~~NISGEFGLDNFDSQFTNEPVQLTPDD~~~~~~~~~~~DDIVRKIDQSEFEGFEYINPLLMSAEECV~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
PKCi.h      ASVLKSFLNKDPKERLGCHPQT~~GFADIQGHPFFR~NVDWDMMEQKQVVPPFKP~~~~~NISGEFGLDNFDSQFTNEPVQLTPDD~~~~~~~~~~~DDIVRKIDQSEFEGFEYINPLLMSAEECV~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
18859259.d  ASVLKGFLNKESKERLGCHPQT~~GFADIMAHPFFR~NVDWDLMEQKQVVPPFKP~~~~~NISGEFGLDNFDAQFTNEPIQLTPDD~~~~~~~~~~~DDAVKKIDQSEFEGFEYINPLLMSAEECV~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
38086255.m  SHVLKGFXNKDPKERLGCGPQT~~GFSDIKSHAFFR~SIDWDLLEKKQTLPPFQP~~~~~QITDDYGLDNFDTQFTSEPVQLTPDD~~~~~~~~~~~EDVIKRIDQSEFEGFEYINPLLLWTRL~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
6679355.m   SHVLKGFLNKDPKERLGCRPQT~~GFSDIKSHAFFR~SIDWDLLEKKQTLPPFQP~~~~~QITDDYGLDNFDTQFTSEPVQLTPDD~~~~~~~~~~~EDVIKRIDQSEFEGFEYINPLLLSAEESV~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
11968080.m  SHVLKGFLNKDPKERLGCRPQT~~GFSDIKSHAFFR~SIDWDLLEKKQTLPPFQP~~~~~QITDDYGLDNFDTQFTSEPVQLTPDD~~~~~~~~~~~EDVIKRIDQSEFEGFEYINPLLLSAEESV~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
PKCz.h      SHVLKGFLNKDPKERLGCRPQT~~GFSDIKSHAFFR~SIDWDLLEKKQALPPFQP~~~~~QITDDYGLDNFDTQFTSEPVQLTPDD~~~~~~~~~~~EDAIKRIDQSEFEGFEYINPLLLSTEESV~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
31240263.i  ASVLKGFLNKNPADRLGCNRDS~~AFLDIMNHSFFK~SIDWEMLEQKQITPPFRP~~~~~RLDSDRDLANFPPEFTDEPVHLTPDD~~~~~~~~~~~DRVIDKIDQSEFEGFEYVNPLLMSLEDCV~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
31240261.i  ASVLKGFLNKNPADRLGCNRDS~~AFLDIMNHSFFK~SIDWEMLYG~~~~~~~~~~~~~~~~DDSSDYDSVVDELS~~ILQLPPPP~~~~~~~~~~~S~~~~~~~~KSLLQHMFCLPLN~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
24653760.f  ASVLKGFLNKNPADRLGCHRES~~AFMDIVSHPFFK~NMDWELLERKQVTPPFKP~~~~~RLDSDRDLANFPPEFTGEAVQLTPDD~~~~~~~~~~~DHVIDNIDQSEFEGFEYVNPLLMSLEDCV~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
17533011.w  SGILKGFLNKDPTERLGCKLDINEGLRDMKEHQFFRGFIDWEALEQKAVAPPYHP~~~~~AVESDRDLTHFDHQFTDELPQLSPDN~~~~~~~~~~~PDVIARIDQSEFDGFEYVNPLQMSREDSV~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
1muo_AUR1   RDLISRLLKHNPSQRP~~~~~~~~MLREVLEHPWIT~~~~~~~~~~~~~~~~~~~~~~~~~~ANSSKPSNCQNKESASKQS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
1omw_GPRK2  RSLLEGLLQRDVNRRLGCLGRG~~~AQEVKESPFFR~SLDWQMVFLQKYPPPLIPPRGEVNAADAFDIGSFDEEDTKGIKLLDSDQELYRNFPLTISERWQQEVAETVFDTINAETDRLEARKKTKNKQLGHEEDYALGKDCIMHGYMSKMGNPFLTQWQRRYFYLFPNRLEWRGEGEAPQSLLTMEEIQSVEETQIKER 
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